



























This article has been accepted for publication and undergone full peer review but has not 
been through the copyediting, typesetting, pagination and proofreading process, which may 
lead to differences between this version and the Version of Record.  
Please cite this article as     doi: 10.1111/pcmr.12422 
















































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































































CDKN2B (p15)   9p21  ↓ Deletion  36         (74) cultured ? 



















NRAS   1p13  ↑ MutaƟon  18    (7500) both 8% (382) of benign nevi.    




TP53  (p53)   17p13  ↓ Mutation  12.5 (1299) both ? 
GRM3  7q21  ↑ MutaƟon  12.1   (791) both ? 
ERBB4  2q34  ↑ MutaƟon  12.1   (796) both ? 
MITF  3p14‐12  ↑ Amplification 11.8     (76) both ? 
NF1  17q11  ↓Mutation  11.2   (768) both ? 
ARID2  12q12  ↓Mutation 10.0   (747) both  ? 
PPP6C  9q33.3  ↑ Mutation  7.1   (747) both ? 
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